
NGS for Discovery.

ddPCRTM Solutions for 
Decisions Support.
From Discovery to Monitoring:  
A Hybrid NGS + ddPCR Workflow

NGS Alone Can Slow Decisions
NGS delivers powerful mutation discovery, but long turnaround times, complex analysis, and sensitivity limits can delay confirmation and 
follow-up. When timing matters, sequencing alone may not provide the speed or precision needed for rapid decision-making.1–3
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Why Combine ddPCR Technology and NGS?
NGS enables broad mutation discovery. ddPCR technology provides rapid, highly sensitive confirmation and follow-up analysis of known 
variants. Together, they form a hybrid workflow that reduces complexity, accelerates turnaround, and supports confident decisions without 
repeated sequencing.1–3
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Integrate ddPCR Technology Into Your NGS 
Workflow for Faster, More Confident Answers
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ddPCR Optimization: 
Library Performance Check

Verify amplifiable DNA before sequencing

Reduce failed library prep

Avoid wasted sequencing runs
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Phase 3:

Validate and Confirm NGS Findings 
Using ddPCR Technology

NGS Verification 
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Orthogonal Validation

ddPCR technology can provide sensitive and precise 
quantification of known low-abundant variants.1–3


Increase variant call confidence​

Confirm borderline mutations​

Clarify low-frequency signals​

Clinical & Translational Applications:

MRD-associated biomarker research​

Liquid biopsy and ctDNA analysis​

Therapy response tracking​

Recurrence detection for clinical decision-making​

Choosing the Right Tool After Variant Discovery 1–3

Workflow Need Best Method Why

Identify unknown mutations NGS Broad genomic discovery

Confirm detected variants ddPCR technology Orthogonal validation

Monitor mutation burden over time ddPCR technology Precise quantification

Multiplexing NGS Screen hundreds of genes

 ddPCR technology Screen <50 genes*

Detect ultra-low frequency variants ddPCR technology Higher sensitivity ≤0.01% VAF

Routine longitudinal testing ddPCR technology Faster and cost-efficient

Simplicity ddPCR technology Ease of use, same day results

*Up to 20 targets per run for discrimination, and higher multiplexing for screening.
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