Newborn Screening

VARIANT" nbs Newborn Screening System

Confidence in newborn screening with the ease of HPLC



Unlock the full potential of the
VARIANT" nbs System and
see the total picture.

Powerful data management

® Save time reviewing abnormal results with
the pattern filter

®m Reduce transcription errors by interfacing easily
with laboratory information systems “LIS”

®m Export the chromatogram and see more than
a numerical value — See the total picture!

VARIANTnbs

VARIANTRbS




Pattern: FAS
Total Area: 1704526
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Each baby’s future rests on the reliable
newborn screening result you provide.

With the VARIANT™ nbs System, you get the total picture the first time allowing each baby
to quickly receive the appropriate follow-up and care to alleviate the parents’ concern.
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Streamlined
workflow backed
by “smart” software
for increased
efficiency with
confidence you

can trust.




1 Create a worklist

Flexibility

= |mport punch files with worklist wizard from a wide variety of sources
= No puncher? Worklist wizard can generate sample IDs for you
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2 Run samples

High capacity for increased productivity

= Run up to 1,128 samples per run with one click
= Fully automated operation saves time and labor

# Pﬂfﬁsn PlaelD | wel# | Type Sample ID H
1 System 1 BL 993-93-333
1 Spstem 2 501 993-5C1
1 Spstem i} SC2 999-5C2
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3 Report results

Simplified data management

= Pattern filter allows for faster review of abnormal results
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Use the pattern filter for an easy search of all
patterns found in one or across multiple plates

Select multiple plates to display the results
you want to review




= “Smart” reports with suggested patterns based on internal rules
= Results and chromatograms can be exported to your laboratory information system “LIS”
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Review abnormal held results and

export to your LIS in one click

Report with suggested phenotype pattern

and detected fractions



Best In 1S class

The VARIANT™ nbs System offers:
= Walk away automation High resolution separation with Bio-Rad HPLC
= High capacity — up to 1,128 samples per run “Smart” reports with suggested patterns
= Positive sample tracking with on-board

barcode reader Streamlined workflow with results and
= Confidence with FDA clearance for dried chromatograms export to LIS

blood spot samples

Easier results review with the pattern filter

The VARIANT™ nbs System is the established
Instrument #1. SN 10090. NeoHb
) ) worldwide standard in automated newborn
Sample ID: Sample A Analysis Performed: 05/26/2010
e Ripor: Genertes {auszoro screening for sickle cell disease and other
PR 1 o hemoglobin disorders:
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s Gl R S T (F A, S, D, C, E) that are clinically significant
5 OTHER(1) 73 9718 16188 il . e .
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8 (o] 67: 44124 122652 7.
} ) — hemoglobin disorders
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Total Area: 1644774

— carrier status for abnormal hemoglobins

— double heterozygote conditions

Volts.

F-s0

E75

T y
00 05 1.0 15 20 25 3.0
Time (min)

Example chromatogram showing a double heterozygote with
peaks presenting in both the HbS and HbC windows.
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